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ABSTRACT 
 

Antimicrobial Resistance (AMR) happens when infinitesimal life forms, diseases, developments, 
and parasites change as time goes on and now do not respond to drugs making them harder to 
treat and extending the risk of affliction spread, outrageous infirmity, and demise. Because of 
medical checks, counter-agent poisons and other antimicrobial medications become ineffective and 
defilements become logically problematic or hard to treat. AMR happens ordinarily after some time, 
regularly through innate changes. Antimicrobial safe natural elements are found in people, animals, 
food, plants, and the environment (in water, soil, and air). They can spread starting with one 
individual then onto the next or among people and animals, including from the food of animal start. 
The essential drivers of antimicrobial block fuse the maltreatment and maltreatment of 
antimicrobials; nonattendance of induction to clean water, sanitization and tidiness (WASH) for the 
two individuals and animals; powerless defilement and affliction expectation and control in clinical 
benefits workplaces and farms; defenseless permission to quality, sensible medications, 
vaccinations and diagnostics; nonappearance of care and data; and nonattendance of approval of 
sanctioning. Excessive enemy of disease use has become one of the top allies of the headway of 
hostile to contamination resistance. Against microbial stewardship programs appear to be useful in 
reducing speeds of serum poison obstacles.  
The Netherlands has a minimum speed of against contamination suggested in the                        
Organisation for Economic co-operation and Development (OECD), at a speed of 11.4                
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portrayed step by step measurements Defined Daily Dose (DDD) per 1,000 people every day in 
2011.  
Germany and Sweden also have lower supporting rates, with Sweden's rate had been declining 
beginning around 2007. Greece, France, and Belgium have high suggesting speeds of more than 
28 DDD. 
 

 
Keywords: Antimicrobial resistance; diseases; environment; contamination. 
 

1. INTRODUCTION 
 
Antimicrobial Resistance (AMR) happens when 
microorganisms, diseases, developments, and 
parasites change after your time and right now 
don't respond to medications making pollutions 
harder to treat and extending the risk of disorder 
spread, outrageous infection and death. Due to 
drug resistance, microbial and other antimicrobial 
medications become unable and infections 
become logically inconvenient or hard to treat. 
AMR happens typically inevitably, customarily 
through genetic changes. Antimicrobial safe 
natural elements are found in people, animals, 
food, plants, and furthermore the environment (in 
water, soil and air). they'll spread from one 
person to an alternate or among people and 
animals, including from food of animal start. the 
essential drivers of antimicrobial obstacle fuse 
the maltreatment and maltreatment of 
antimicrobials; the non-appearance of induction 
to scour water, sterilization and neatness 
(WASH) for the 2 individuals and animals; 
vulnerable pollution and disease evasion and 
control in clinical benefits workplaces and farms; 
powerless permission to quality, sensible meds, 
inoculations, and diagnostics; nonattendance of 
care and data; Antimicrobial resistance is a result 
of antimicrobial usage and misuse in human, 
animal, and environmental environments, as well 
as the transfer of safe microscopic organic 
entities and obstacle determinants throughout 
and between these areas, all over the world. 
Interestingly, many of the antibiotic classes used 
to treat bacterial pollutions in humans are also 
employed in animals. The antimicrobial blockage 
has complex and interconnected human, animal, 
and environmental components [1]. Universal in 
nature, antimicrobial resistance (AMR) has 
existed sometime before the splendid time of 
antimicrobials. While antimicrobial experts are 
important to fight illness, their wide use adds to 
the extension and advancement of novel safe 
organic entities in basically all normal fortes. The 
human microbiome might be a huge archive of 
AMR with basic transparency occurring in pre-
adulthood. Once developed with AMR, 
commensal animals can be key allies of the 

dispersing of checks because of the 
interconnectedness of microbial organizations. 
 
When procured by microorganisms nonetheless, 
AMR turns into a real general wellbeing danger 
around the world. Our capacity to battle the 
danger of arising obstruction depends on precise 
AMR identification techniques and therefore the 
advancement of therapeutics that capacity 
irrespective of the presence of antimicrobial 
opposition [2]. Antimicrobial resistance is growing 
quickly and takes steps to exceed the speed at 
which new antimicrobials are presented. 
Hereditary recombination permits microbes to 
quickly spread qualities encoding for 
antimicrobial opposition inside and across 
species [3]. Antimicrobial use makes a selected 
developmental strain, which prompts further 
opposition. Antimicrobial stewardship, best use, 
and contamination counteraction are the most 
effective ways of easing back the spread and 
advancement of antimicrobial opposition [4]. 
Antimicrobial resistance has emerged as the 
greatest serious threat to the world's regular 
health systems in the last two decades. Since the 
discovery of the first anti-microbials, which 
provided human medicine with dependable 
medicinal benefits, anti-infection has been a 
priority. Abuse and mistreatment of 
antimicrobials in veterinary and human medicine 
have hastened the development of AMR's overall 
uniqueness. This paper provides an overview of 
the research of AMR disease transmission. 
Paying close attention to the relationship 
between food-producing animals and people, as 
well as the legal system and procedures in place 
at the EU level and globally. How people have 
reacted to the situation [5]. Large group of 
antimicrobial-resistant infections in creatures and 
humans is mostly caused due to this group of 
bacteria. This group has a maximum number of 
the most affluent environmental organisms. A 
part of the story is because of their rigidity to a 
range of colorful habitats. Their capability to 
acquire resistant mechanisms is due to their 
acquaintance with antibiotic drugs. High 
situations of resistance are caused due to the 
involvement of several mechanisms that are not 
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correlated to each other. Here we will understand 
the underlying genetic mechanism which causes 
antibiotic resistance in gram-negative bacteria, 
also several other mechanisms which help them 
in surviving various unfavorable conditions. [6] 
antimicrobials are broadly utilized in food 
creatures for development advancement since 
the 1950s. Antimicrobial resistance is caused 
due to creature creation, sometimes 
contaminating people by direct contact or natural 
ladder. There are global endeavors to confine or 
boycott antimicrobials utilized for the 2 people 
and creatures. Denmark has taken positive steps 
within the advancement of an entire information 
base Danish Integrated Antimicrobial Resistance 
Monitoring and Research Programme 
(DANMAP) to follow antimicrobial utilization and 
resistance. In spite of the very fact that food 
creatures are wellsprings of antimicrobial 
opposition, there's not much surety if food 
creatures are responsible for antimicrobial 
resistance. This survey completely presents the 
set of experiences and patterns of antimicrobial 
use, the event and spread of antimicrobial 
resistance in food creatures give ideas to handle 
the problems of the spread of antimicrobial 
opposition [7]. Neisseria gonorrhoeae is mutating 
into a superbug that is resistant to antimicrobials 
that have been recommended for the treatment 
of gonorrhea, which might be a major global 
health hazard. Given the widespread perception 
of gonorrhea, the rapid use of antimicrobials, the 
inability to control and observe antimicrobial 
resistance (AMR) and treatment failures, the 
slow updating of treatment rules in most 
geological settings, and thus the gonococci's 
remarkable ability to make and hold AMR, almost 
certainly, the global issue of gonococcal AMR will 
develop in a relatively short period of time, and 
the severe inconveniences of gonorrhea will 
emerge as a silent pandemic. By better 
understanding, the progression, development, 
and spread of AMR in N. gonorrhoeae, including 
its atomic and phenotypic systems, protection 
from antimicrobials used in clinical settings can 
be expected. Future strategies for hereditary 
testing for AMR may allow for area-specific and 
customized antimicrobial treatment, and thus the 
development of novel antimicrobials to 
circumvent obstruction issues can be pursued 
more rationally.This audit focuses on the set of 
experiences and development of gonorrhoea 
treatment regimens and resulting protection from 
them, on hereditary and phenotypic determinants 
of gonococcal protection from previously and 
immediately suggested antimicrobials, including 
natural costs or benefits; and on vital activities 

and future advances important to distinguish and 
treat safe gonococcal strains and, at long last, 
keep gonorrhoea as treatable contamination [8]. 
Covid sickness 2019 may affect antimicrobial 
opposition (AMR). Composing techniques at the 
individual, medical services and strategy levels 
are earnestly needed to illuminate important 
activities to reduce the potential longer-term 
sway on AMR and on admittance to driving 
antimicrobials [9]. One of the most prevalent 
concerns that patients with hematological and 
oncological disorders confront is contamination. 
Fevers of unknown origin and diseases that have 
been documented microbiologically or clinically 
will be the names given to them. The optimal 
duration of antibiotic treatment in these patients 
has yet to be found. The following are some of 
the topics covered: From the perspective of 
antibiotic de-heightening and discontinuation, we 
present an overview of febrile neutropenia 
therapy. Expert evaluation: Patients with febrile 
high-risk neutropenia should be treated with an 
anti-pseudomonal specialty such piperacillin/ 
tazobactam in an experimental setting Some 
clinical testing supports the idea that anti-
immunoglobulin is required.  
 
Several clinical exams support the notion that the 
crucial anti-infection routine is also safely ended 
before neutrophil restoration if the patient has 
been afebrile for a long time and all 
contamination-related symptoms have been 
cured. Specific patient subgroups, such as those 
with severe neutropenic sepsis or colonization 
with multidrug-resistant bacteria, should receive 
essential observational treatment with 
carbapenems or anti-infection mixtures. 
Antifungal treatment directed by lung imaging 
and different boundaries (for example, sequential 
Aspergillus galactomannan antigen screening) 
may reduce the use of antifungals compared to 
the traditional accurate technique Multidrug-
resistant microorganisms are on the rise, and 
new infective specialists' foes are few and few 
between. As a result, it's critical to find a cost-
effective way to use antimicrobials while 
adhering to anti-toxin stewardship guidelines 
[10]. 
 

2. EMPERICAL REVIEW 
 
Antimicrobial resistance might be a major global 
problem. Infections have become more difficult 
and time-consuming to cure due to drug-resistant 
bacteria. Treatment choices are limited due to 
high rates of medication resistance, leading to a 
rise in healthcare expenses, hospital stay length, 
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morbidity, and death rates. Understanding the 
extent of antibiotic resistance in a specific 
location is essential for determining the most 
effective empirical therapy. In order to hold 
national data, it is important to establish a 
systemic data collection across the country 
through surveillance research. Only a few 
surveillance studies are conducted in India to get 
national data on antibiotic resistance. The goal of 
this study is to present the cumulative 
antibiogram as well as the resistance 
mechanisms of GLASS priority pathogens from 
India [11]. There was a superb period where 
everybody imagined that organisms can at now 
don't build up the danger to people however the 
chance has arrived where microorganisms are 
proposing solid opposition against most of the 
antimicrobials. Throughout the future, the 
improper use and easy accessibility of 
antimicrobials have made antimicrobial 
opposition (AMR) arise because of the world's 
third driving reason for death. Microorganisms 
over the stretch of your time have obtained 
opposition through different components, as an 
example, efflux siphon, move through plasmids 
causing the transformation, changing the 
antimicrobial site of activity, or altering the 
antimicrobial which is able to prompt become 
AMR because of the primary driver of death 
worldwide by 2030. To defeat the arising 
resistance against greater a part of 
antimicrobials, there's a necessity to uncover 
drugs from plants since they need ended up 
being viable antimicrobials thanks to the 
presence of auxiliary metabolites, for instance, 
terpenoids. Terpenoids bountiful in nature are 
delivered thanks to microbial assault have 
colossal potential against different 
microorganisms through assorted components 
like layer interruption, hostile to majority 
detecting, restraint of protein amalgamation, and 
ATP. New methodologies like mixed treatment of 
terpenoids and antimicrobials have expanded the 
ability of treatment against different multidrug 
safe microorganisms by showing synergism to 1 
another [12]. 
 

3. OBJECTIVES 
 
Contaminations because of Pseudomonas 
aeruginosa is a significant wellbeing concern, 
particularly clinic gained diseases, in basically 
sick people. Antimicrobial Resistance (AMR) 
expands the dismalness and death rates related 
due to pseudomonal diseases... We intend to 
discuss two important aspects of P. aeruginosa 
in this survey. The first section of the study will 

focus on the importance of AMR and the most 
common systems discovered in India, while the 
second will focus on the challenges and 
advancements in administration, with a specific 
emphasis on the role of more modern 
antimicrobial experts [13]. This is worried about 
how the individuals who recommend 
antimicrobials ought to think about the more 
extensive repercussions of their activities. It is 
acknowledged that in a biological framework, 
tension can lead to advancement; additionally, 
this is the situation with antimicrobials, the 
outcome being the improvement of opposition 
and the remedial disappointment of medications. 
To a degree, this can be enhanced through 
propels by the drug business, yet that ought not 
to prevent us from fundamentally assessing our 
utilization and adjusting our conduct to dial this 
cycle back. Up to half of endorsing in human 
medication and 80% in veterinary medication and 
cultivating has been thought of as problematic. 
The Alliance for the Prudent Use of 
Antimicrobials (APUA) was drawn nearer by the 
WHO to audit the circumstance. Their proposals 
incorporate diminishing the recommending of 
antibacterials for nonbacterial diseases. There 
has been a drive called "the easiest course of 
action" in the UK. This urges general experts to 
abstain from recommending or lessen the term of 
solutions for situations like upper respiratory plot 
diseases and straightforward urinary lot 
contaminations; this methodology has been 
effective. Another proposal is to decrease the 
recommendation of wide-range antibacterials. In 
UK clinics, the issues related to the unseemly 
utilization of antibacterials are inadequate 
preparation in irresistible illness, trouble in 
choosing exact antibacterial treatment, helpless 
utilization of accessible microbiological data, the 
dread of prosecution, and the way that most of 
the antibacterials are recommended by the most 
un-experienced specialists. With a good bond 
between the labs and clinicians and the 
improvement of neighborhood conventions, this 
can be tended to. The other proposal is to fix the 
utilization of antibacterial prophylaxis and to work 
on tolerant consistency [14]. 
 

4. DISCUSSION 
 
Anti-microbial safe microscopic organisms (ARB) 
and anti-infection resistance qualities (ARGs) are 
continually shed into the oceanic climate, with 
emergency clinic wastewater possibly going 
about as a significant hotspot for opposition 
spread into the climate. A deliberate survey was 
directed intending to explore the job of 
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emergency clinic wastewater on the dispersal of 
antimicrobial opposition in the oceanic climate. 
Studies remembered for the survey analyzed the 
commonness of ARB as well as ARGs in the 
clinic versus local area wastewater. Information 
was removed on ARB as well as ARG 
pervasiveness. Information on examining 
strategies, microbiological philosophy, and 
hazard of the predisposition of included 
examinations was recorded. 37 examinations 
were incorporated. Higher frequencies of anti-
infection resistance determinants were found in 
medical clinic wastewater contrasted with local 
area sources in 30/37 (81%) of included 
examinations. Be that as it may, patterns for 
explicit multi-drug-safe microscopic organisms 
contrasted. Anti-toxin-safe Gram-negative was 
more common in medical clinics contrasted with 
local area wastewaters, which have more 
groupings of broadened range beta-lactamase-
creating microbes and carbapenemase-
delivering Enterobacteriaceae in clinic sources in 
all  9 examinations and 6 out of seven 
investigations, separately. Emergency clinics 
didn't contribute reliably to the wealth of 
vancomycin-safe Enterococci; 5 out of 10 
examinations observed a higher bounty of VRE 
in medical clinics contrasted with local area 
wastewaters. Providing details regarding 
examining techniques, wastewater treatment 
processes and a factual investigation was at high 
danger of inclination [15]. Outrageous variegated 
in the concentrate on techniques and result 
detailing blocked meta-investigation. Momentum 
proof agrees that medical clinic wastewater is a 
significant hotspot for anti-toxin opposition in 
sea-going conditions, predominantly multidrug-
safe Gram-negative microbes. A future 
examination is expected to evaluate the impact 
of wastewater treatment processes on by and 
large anti-infection opposition in the oceanic 
climate. In every environment, there are 
organisms that are part of the microbial group 
that plays an important role. The phylogenetic 
and functional diversity of microbial communities 
from diverse habitats has been enlightened by 
advances in sequencing and computational 
methodologies in past decades. Small molecules 
that perform the activity of synthesizing and 
resisting are generated by microbiomes. When it 
comes to a public health emergency, due to the 
increase in resistance of antimicrobial drugs, 
these functions are of particular interest and 
useful discovery of antimicrobial resistance and 
related studies that are in pipeline. There is a 
close evolutionary and ecological relationship 
that binds antimicrobial biosynthesis and 

resistance closely. Here, we analyze the genetic 
and physiological methods that are developed for 
understanding antimicrobial biosynthesis to test 
the resistance level of microorganisms and 
emphasize the present examples of their uses 
[16-18] 
 

5. CONCLUSION 
 
Anti-toxin obstruction is an undeniably worldwide 
issue that requires various ways to deal with be 
embraced. This article contends that games 
could be utilized to supplement existing anti-
infection obstruction mindfulness crusades as 
they have a few qualities that could assist 
individuals withdrawing in with data. 
 
The conviction that, for the singular patient, the 
advantage of brief and proceeded with utilization 
of antimicrobials offsets any potential damage is 
a critical boundary to further developed 
stewardship of these fundamental specialists. 
Antimicrobial stewardship might be seen as 
utilitarian apportioning, looking to save the 
accessibility of powerful antimicrobials by 
restricting the advancement of opposition in a 
way that could struggle with the quick treatment 
of the patient out of luck. This view doesn't 
represent the developing proof of antimicrobial-
related damage to individual patients. This 
survey sets out the proof for antimicrobial-related 
mischief and how this ought to be offset with the 
requirement for expeditious and suitable 
treatment in contamination. It portrays the 
components by which antimicrobials might hurt 
patients including mitochondrial harmfulness; 
invulnerable cell poisonousness; unfavorable 
medication responses; choice of safe creatures 
inside a given patient; and disturbance of the 
microbiome. At last, the article demonstrates how 
the damages of antimicrobials might be relieved 
and distinguishes regions for innovative work in 
this field. 
 

CONSENT  
 
It is not applicable. 
 

ETHICAL APPROVAL 
 
It is not applicable. 
 

COMPETING INTERESTS 
 
Authors have declared that no competing 
interests exist. 
 



 
 
 
 

Kewalramani and Chandi; JPRI, 33(60B): 3115-3121, 2021; Article no.JPRI.81216 
 
 

 
3120 

 

REFERENCES 
 
1. McEwen SA, Collignon PJ. Antimicrobial 

Resistance: A One Health Perspective. 
Microbiol Spectr. 2018 Mar;6(2).  
DOI: 10.1128/microbiolspec.ARBA-0009-
2017 
PMID: 29600770. 

2. Brinkac L, Voorhies A, Gomez A, Nelson 
KE. The Threat of Antimicrobial Resistance 
on the Human Microbiome. Microb Ecol. 
2017 Nov;74(4):1001-1008.  
DOI: 10.1007/s00248-017-0985-z 
Epub 2017 May 11.  
PMID: 28492988; PMCID: PMC5654679.  

3. Alshammari F, Alam MJ, Saeed A. 
Antimicrobial Resistant Enterococcus sp. 
Isolated from Clinical Samples, Journal of 
Pharmaceutical Research International. 
2020;32(11):93-101.  
DOI: 10.9734/jpri/2020/v32i1130553 

4. Morrison L, Zembower TR. Antimicrobial 
Resistance. Gastrointest Endosc Clin N 
Am. 2020 Oct;30(4):619-635.  
DOI: 10.1016/j.giec.2020.06.004 
Epub 2020 Aug 1.  
PMID: 32891221. 

5. Ferri M, Ranucci E, Romagnoli P, 
Giaccone V. Antimicrobial resistance: A 
global emerging threat to public health 
systems. Crit Rev Food Sci Nutr. 2017 Sep 
2;57(13):2857-2876.  
DOI: 10.1080/10408398.2015.1077192 
PMID: 26464037. 

6. Arzanlou M, Chai WC, Venter H. Intrinsic, 
adaptive and acquired antimicrobial 
resistance in Gram-negative bacteria. 
Essays Biochem. 2017 Mar 3;61(1):49-59.  
DOI: 10.1042/EBC20160063 
PMID: 28258229. 

7. Xiong W, Sun Y, Zeng Z. Antimicrobial use 
and antimicrobial resistance in food 
animals. Environ Sci Pollut Res Int. 2018 
Jul;25(19):18377-18384.  
DOI: 10.1007/s11356-018-1852-2 
Epub 2018 May 25.  
PMID: 29802609. 

8. Unemo M, Shafer WM. Antimicrobial 
resistance in Neisseria gonorrhoeae in the 
21st century: past, evolution, and future. 
Clin Microbiol Rev. 2014 Jul;27(3):587-
613.  
DOI: 10.1128/CMR.00010-14 
PMID: 24982323;  
PMCID: PMC4135894. 

9. Veeraraghavan B, Walia K. Antimicrobial 
susceptibility profile and resistance 

mechanisms of Global Antimicrobial 
Resistance Surveillance System (GLASS) 
priority pathogens from India. Indian J Med 
Res. 2019 Feb;149(2):87-96.  
DOI: 10.4103/ijmr.IJMR_214_18.  
Erratum in: Indian J Med Res. 2019 
Mar;149(3):432.  
PMID: 31219073; PMCID: PMC6563747. 

10. Sekyere JO, Asante J. Emerging 
mechanisms of antimicrobial resistance in 
bacteria and fungi: advances in the era of 
genomics. Future Microbiol. 2018 Feb;13: 
241-262.  
DOI: 10.2217/fmb-2017-0172 
Epub 2018 Jan 10.  
PMID: 29319341. 

11. Rawson TM, Ming D, Ahmad R, Moore 
LSP, Holmes AH. Antimicrobial use, drug-
resistant infections and COVID-19. Nat 
Rev Microbiol. 2020 Aug;18(8):409-410.  
DOI: 10.1038/s41579-020-0395-y 
PMID: 32488173; PMCID: PMC7264971. 

12. Pragasam AK, Veeraraghavan B, Nalini E, 
Anandan S, Kaye KS. An update on 
antimicrobial resistance and the role of 
newer antimicrobial agents for 
Pseudomonas aeruginosa. Indian J Med 
Microbiol. 2018 Jul-Sep;36(3):303-316.  
DOI: 10.4103/ijmm.IJMM_18_334 
PMID: 30429381. 

13. Sarkar P, Gould IM. Antimicrobial agents 
are societal drugs: how should this 
influence prescribing? Drugs. 2006;66(7): 
893-901.  
DOI: 10.2165/00003495-200666070-00001 
PMID: 16740004; PMCID: PMC7100809. 

14. Schmidt-Hieber M, Teschner D, 
Maschmeyer G, Schalk E. Management of 
febrile neutropenia in the perspective of 
antimicrobial de-escalation and 
discontinuation. Expert Rev Anti Infect 
Ther. 2019 Dec;17(12):983-995.  
DOI: 10.1080/14787210.2019.1573670 
Epub 2019 Mar 11.  
PMID: 30686067. 

15. Hassoun-Kheir N, Stabholz Y, Kreft JU, de 
la Cruz R, Romalde JL, Nesme J, et al. 
Comparison of antibiotic-resistant bacteria 
and antibiotic resistance genes abundance 
in hospital and community wastewater: A 
systematic review. Sci Total Environ. 2020 
Nov 15;743:140804.  
DOI: 10.1016/j.scitotenv.2020.140804 
Epub 2020 Jul 11.  
PMID: 32758846. 

16. Adu-Oppong B, Gasparrini AJ, Dantas G. 
Genomic and functional techniques to 



 
 
 
 

Kewalramani and Chandi; JPRI, 33(60B): 3115-3121, 2021; Article no.JPRI.81216 
 
 

 
3121 

 

mine the microbiome for novel 
antimicrobials and antimicrobial resistance 
genes. Ann N Y Acad Sci. 2017 
Jan;1388(1):42-58.  
DOI: 10.1111/nyas.13257 
Epub 2016 Oct 21.  
PMID: 27768825; PMCID: PMC5280215. 

17. Hande Alka Harish, Archana Sonone, 
Roshni Porwar, Vidya Lohe, Suwarna 
Dangore, Mrunal Meshram. Evaluation of 
Oral Microbial Flora in Saliva of Patients of 
Oral Submucous Fibrosis. Journal of 
Evolution of Medical And Dental Sciences-
JEMDS. 2020;9(7):409–12.  

Available:https://doi.org/10.14260/jemds/2
020/93. 

18. Rana, Deeksha, Suvarna Sande.                        
Study of Prevalence and Antimicrobial 
Susceptibility Pattern of Enterococci 
Isolated from Clinically Relevant                      
Samples with Special Reference to High 
Level Aminoglycoside Resistance                     
(HLAR) in a Rural Tertiary Care Hospital. 
Journal of Evolution of Medical and                 
Dental Sciences-JEMDS. 2020;9(34): 
2472–78.  
Available:https://doi.org/10.14260/jemds/2
020/537 

 

© 2021 Kewalramani and Chandi; This is an Open Access article distributed under the terms of the Creative Commons 
Attribution License (http://creativecommons.org/licenses/by/4.0), which permits unrestricted use, distribution, and reproduction 
in any medium, provided the original work is properly cited.  
 
 

 

Peer-review history: 
The peer review history for this paper can be accessed here: 

https://www.sdiarticle5.com/review-history/81216 

https://doi.org/10.14260/jemds/2020/537
https://doi.org/10.14260/jemds/2020/537
http://creativecommons.org/licenses/by/2.0

	/Journal of Pharmaceutical Research International
	33(60B): 3115-3121, 2021; Article no.JPRI.81216

	Anti-Microbial Resistance: A Major Global Issue
	ABSTRACT
	1. INTRODUCTION
	2. EMPERICAL REVIEW
	3. OBJECTIVES
	4. DISCUSSION
	5. CONCLUSION
	CONSENT
	ETHICAL APPROVAL
	COMPETING INTERESTS
	REFERENCES


